
                                                      #                   # 
SS_EndoU_Bacteria                                     eeeeee          eeee            eeeee           eeeeeeeee           eeee    hhhhhhhhhhhhh         eeeeeee       eeee eeee       eeee 
SS_2C1W                                           hhhheeeee           eeee hhhhh      eeeeee           eeeeeeee           eeee      hhhhhhhhhhhhh         eeeeeeee      eeeeeeeeee     eeeeeeeeeee 
2C1W_EndoU                            151 PGSRP-DSCGFEHVFVGESKRG--1-EMMGLHNWVQFY--6--NIDYKGYVA-6-PDEDDQVLNLQFNWKEMV----KPVGSSFIG--VSPEFEFALYTIVFLASQE----KMSREVVRLE----EYELQIVVNRHG---RYIGTAYPVLLST  286 

P700755_11360_Ptor_91217055            32 KFKPE-VVYSFIHASIGRIKNG----NVTGVHFYNPER------VWIIKILK---TNETNKTFLADFEFYDID--6-KKTPSSFFPADWNIATLLMEIKYAYDNANF--3-NGKIKSKTYS----NIEVE-LYVKN----GKLITIYPLVESL  162 

VOA_000911_Vsp._262402930              34 NTYDG-MVVNQHHIFCGEPNKN--2-KAVGFHSMPDNN--2-STFKSSETSS---PENEFGLYSLKKIVLDFN--4-EKAFSTMFPTSCTLEQINASAVYSHKNSNG--4-VNWATCGPSS--4-NSKLY-CIGKN----GKAFTIATATL--  171 

MicauDRAFT_1502_Maur_270499570         16 RPDRM-NPHFTEHVMGGHVKPG--2-KGSGYHYRPGGE--2-PGRRLQPGSV-1-KDPKTGAYTAKPEFFDPT-13-NGGESSFFPDDWTPAQVDNAITGAFQNAKP--3-TSMWRG-THK----GLVIE-GFYNGS---GGFTHGWPVVIP-  159 

FRAAL0255_Faln_111219750              159 LRPPI-TEKAFNHVLNGEWSRK--1-KPVGFHSAPEGV--2-EGRRVSWAAE----PTVEGAYGAKVEFRNES--7-KVRQHTMFPDFWSTEKVRGAVQSAYDEVYD-14-KTKWTG-SYE----GVHIR-FYVEPD---GSVRTAFPVIDEE  305 

Bpse112_010100037817_Bpse_167916294    95 PNNNN-LPWDFRHIF-GELDLN--3-PLRGFHINRPGR-13-YLARVIPLGG----PCVHGAYQGDVQIDGDN--5--ANNKSFFPDNWNGAELRRQLQSIDTNDPS--7-TRKFKATTPS----GLRIA-GFFDRN---EGAYRPFPECC--  242 

AplaP_010100023013_Apla_284054329   
   

48 TAYNN-RQVNHTHIFCGELNQR--1-RLVGFHSRPEGR--2-ATVGGFNITQ---APNSQGIYAGEWTYQGSS--1-QRKFSTMFPDRCSATQVINSIGHAAANTIS--5-PNWALCGYNS-14-GSRYI-VVGATN-2-GKINTGFPLRLSR
  

197
 

Sterm_4028_Ster_269122614           
 

2808 NKINE-AGLNNDHFTEFKFNAR--1-EISGSHVESVFT--9-KVLRIDSVIP-1-PVTSEIMEVKYSTASTID-10-LNFKSAYTPKTVVSDELMSSGKLNIWANEA--8-DNKGYGISDN----GVIFE-FWTPEK-1-GDPFNFYPTLGIP 2962
 

bcere0007_54840_Bcer_229170568      
   

50 YDRDV-TTSSVAHIFLGGISKA--5-QPVGMHTITPGS-14-SDKTRAVRPL-8-PPGKNGVYKAKIWLRETK--4-KQKESTMFPTDWSQEQVVDVISRSYDVAKK--6-TETWEGRDPI--1-GSMIV-MKCQPV-1-GEVITAYPKYER-
  

212
 

NMCC_0595_Nmen_161869579            
  

271 EWENK-TGLDFNHFIGGDINKK--1-TVTGGHSLTRGD------VRVIQQTS---APDKHGVYQATVEIKKPD-12-PMTNHSMFPKDWDEARIRAEVTSAWEKRKE--2-GQKWRGTSKS----GVEIE-GFTEPN------RTAYPLYNSK
  

405
 

WPa_0834_Wend_190571234             
  

124 NSGTEKETIGFGHIFCGEPDRL----GLGGMHFVGRYV--6-WAGAIWDNES-5-DIKPP-VYTFGMKYLGKD--3-KVKCPSGYAYNLHADDILVSATKAFKELGK--1-GMCLYKMEDD------NYQSVFVRKK---DAILTFYPDLTPK
  

262
 

Ctu_1p01260_Ctur_260424501          
  

179 KGSQT-ANIRRDHILNGEVKTL--5-VGSGGHYLRDPN------IKIDKMTG---APDANGVSTGYISVRDPA--6-KKAETTFFPEQWSKRQTAQEIENAFKNSSP--4-QNKWQGVSSS----GVKIQ-GYYGKH-1-GKGAAAWPVYGGG
  

317
 

BPUM_1764_Bpum_157692534            
  

401 EKVKY-SSSLEDHIRKVDTNVP--3-GIGGAHNKDEFM--1-NDVNILNVKK---HDALPGVEKITYQVPSLD-12-PFDKTVYDPKLISDEDFIKRGKEAVNNASS--4-GREWEGYDGQ----GIKWR-GYTDKD---GAVTSFYPEL---
  

542
 

HMPREF0554_2271_Lgoo_262038353      
  

129 GEATT-NYNNFEHITEGEIGVD--6-RVIGGHKAGNR-------VRVIEKLE----EYSGGSYEARIEVQDSN-10-NDGISTMFPDHWTENRIKVEINNILKNPQN--3-RYKWEGTSSS----GVKIR-IFLK-D---GKVTTAYPIKP--
  

265
 

HSM_1638_Hsom_170717905             
  

575 MVSLV-SSQRAEHILYGDKT--------GGGHKFSFTN---------------------------------------ILNGKSKFPIHWSEKKILDVISNIATDPNL-19-SRFKVEGVVD----GVRIR-VIVEPM-1-NGVITAFPIKQE-
  

686
 

RER_22730_Rery_226305760            
  

281 PHIDI-TARDRRHILDGEPDNI-----KAGGHRSGVG-----------------------------------------RPGKTEFPPDWDDDRIIAAVRATVDEHHW--6-ATLR-RLEID----GVIVE-VASYPK-3-EIMRHAYPVNGAG
  

382
 

Snas_5658_Snas_291303103        
       

88 PNLGD-TTQRRGHILDGDKNDP-----TSGGHRYGTN-----------------------------------------RPGKTEFPKHWTDDQIMDMVNDVARNPDS--8-AGYEVQGQRA----GVTIR-VILNAD---GTVWSAHPLDGGL
  

189
 

CloleDRAFT_2946_Clen_296442801      
    

4 SPYEF-LDDTVEHIFNGKVEKI--5-YVTGWHYQAEFN--1-QGNKITKLVE---GPDEYGTIIAEVEIQGIP--1--KQPSTFFSSQYTTEEVVDMIMQAHMNKAR--4-RNCFRGVADN----GMCIE-MFLAGD-4-ADVITAYPIHTST
  

142
 

bthur0005_34800_Bthu_228960008      
  

404 ANSTI-TPEMEEKILWGQRKNP--3-EIIGGHSSGINN--1-HHNYVVEEI----KINPDGTKNIKYTTQFPD--4-KIKSSTVFPDGWSDTKIINSVENIGNSKLI--6-GATWHRGTID----GVEID-VIKKG----NSVISAYPTGKAN
  

540
 

PCC8801_2697_Csp._218247483         
  

226 TDAWFGSGVGFQHIFCGEPSRG--1-NIGGFHFAGHYL--6-LASRVPRNSQ-2-EVDPGVIYTLGVIMKVDG--3-AQSNIKGYGYTLSAEDLLAFGTQAFHDNPT--5-QACLLNVEDD----GHDFTMVFVRRS---DGIRTFYPDATPD
  

143
 

Cbei_2633_Cbei_150017489            

   

74 IPHTI-SSNAKTHLIAENKPIS--3-GVTGTHNEFEFY--5-TGKNIDKMIS-6-DKDFQGLKTIEYKIPKGD--9-KEPKTVYNPTIYSDEQMYQWGLEAMENGYL--1-GYLICGEASN----GMKFM-GYFRN----GEVTNFHPVTSFD

  

224

 

PMI1120_Pmir_197284991              

 

1552

 

TSSFI-NDDIINHSAKGDWKEA-15-LSGGGHGQSAIL--1-LEARILYNIE---HTYPNGVRVGNIPSHASK--3-SGTAQSWFPENWSDADIKDAGQAIWRSSNS--7-GGVMVSGTHN----GVFIR-VVRDP----KGGGSIFPDNTIQ 1702

 

Consensus/70%  
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SS_REase        
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eeeeeee       eeeeeee 

 

SS_1OB8_HJR         

                                   

hhhhhhhhhhhhh  

                

eeeee      eeeeeeeeee         eeeee  

                           

hhhhhhhhhhhh

        

eeeeeeeeee    eeeee 

 

1OB2_HJR       

                         

1 -------MNRDIGKNAERELVSILRGEGF--7-SNSSPNPLPD-IFATKGN----TLLSIECKSTW-------ENKVKV----------------------------KEHQVRKLLDFLSMFT----MKGVPLIAIKFK-3-EWRVLVPEKAE

   

105

 

StAA4_010100033338_Ssp._256672099   

 

1217 WKDAHNAKNDASEKLGEEASGHAVRDRLH-47-GEKPGAGNFD-HIWEVDY--5-HYIVHEAKGPG----GQPSTRYV-6-YRQGHPKYFDD---IVKKMAHT----DPDLADALERAKLQKR----LDYVEVRALVDQ-8-GYAYKPFNGYD

  

1406

 

Ndas_4622_Ndas_296847988            

  

828 YAERHTDMLRASEGFGEATADIAILDQFD-35-SPRNGNHQFD-QVWRTED----GLVVVEAKSST--1-TQLGTRLA-9-VSQGTRAYLES---ILESMRER-10-EEDLADEIQAALENGK----LHYVEVKGNPIT-4-QGQILDSRS--

  

1008

 

Ndas_4050_Ndas_296847426            

 

1001 HSPLHKKMTKDSETYGEEGAKVAVKDLFD-32-TPRSGNYQFD-QIWPLKG----GILIVEAKSSQ--1-TSLGERTI-8-VSQGTPEYLEA---TTKDMKRR-10-EERLAEMIEEARAAGK----LFYAEVKGIT---4-QKALGEDP---

  

1174

 

BGP_3812_Bsp._153869032             

   

92 ETGNIKGKAVSIEKIGDAGARQYARRMNF--5-GKPGQGKGFD-QVYRSG-----QVIVVEAKGGG----SPLKQYYG---YTQGTGKYSVE---VAKRTLRS--6-EKQAAKEVIKAYKEGR----LVVQVSRTKHVL-4-GTTVETLYGKL

   

229

 

ShygA5_010100029222_Shyg_256778979  

   

45 VGADVPNNSKLGEDLGEEAARLHMLRQPE-11-DTPNGAKRFD-QLWRTKD----NLLIVEAKGPK----ADLDWRMG-9-VKQGTIEYVRT---IVADMEHR--6-DAKYAKEIKDAIKNKT----LQYVLVQATENT-4-GAKLKHFRLF-

   

197

 

glr0232_Gvio_37519801               

    

1 -------MNERSRRLAEQAAQEYMHKTYG-15-FSKSQSGDFD-QVWKVKG--4-TFVVIEAKGGS----SRLGARRT-4-AQQGSSEYFKA---IAKTMEGK----DESIGTELLAAKQKGN----VQYLKVQLPIKD-8-AVQVREFHLK-

   

147

 

V12G01_18287_Valg_91223720          

 

1303 YNAQIGNINQQSAKIGELAADDFVRSKRP-11-TSISKPGDFD-MVYEVEE--3-EIIIVEAKGGS----SPLGSRKI-4-YQQGTTEYATE---IVSLMDSK--5-EKAAANSINSAIQDGI--1-IRYVHTQAEISS-5-KFIAKEFDIDI

  

1455

 

SSCG_05641_Scla_254393157           

  

277 YKESHTAMGKEAGQFGEYVAEHHYIPEN--10-GPKNGNHQFD-QVWRLPD----KYVVVEAKSSV--1-TRLGARNL-5-VSQGTREYFED---IIRVMRRR--6-ERLLADALEDALARGN----LEYAVVKGEPKS-4-GYRYQRFDISK

   

425

 

Veis_0254_Veis_121607256            

  

378 --PWKDCTPLEKGFRGEVITFMDMIKAGA-20-KAWHGRTGID-GIYKVRS-20-TYVIIESKATG-11-AKLTKNKN-1-ERQMSEAWIER---NLENMGL-----SAADKDAIINNLGKPG--1-VKRIYAQTDAEG-2-YHEIRGIDKAG

   

553

 

PM8797T_31438_Pmar_149175731        11941 NYAINTILKKWKEDVGEMGLGLVAEKMGL--5-VIRKGEQGVD-KIFRKGN----KWFIGEAKGTA-15-SRVGSGAQ-3-HGQMSQYWILE---KINELKKV----DPKLAGELEKAQQNGR----LFGLVSVTSVDE-8-AFVMKAFDEIG 12094

 

Slin_4304_Slin_284039155            

 

1144 NTPDARIRGDISEQLGEKAADAYAQSKGW--6-ECAGLQGEFD-RVYLASD----TIRVIEAKGGT----SPLGGRKT-5-VQQGTREYFDS---IVNKMKSS-------SNPEVRRTAATIE--6-IEYWLVRQDFNP---DNSLKSIWA--

  

1279

 

AcavDRAFT_4616_Aave_270495845       

  

384 GVKIKQLTSNEKAAIGEKNGHETLVDHKL--8-VYEVGKNGID-GVYKNPN--2-DYVVAEFKYGK----AQLEKNLA-2-TNQMDDKWVEK---KLMDKVGE------EEAAKIIDAMNQGK----VEKWLVRTAEDG---TTTATKIGADG

   

517

 

RSp1071_Rsol_17549292               

  

694 LMDFRSLSNPQKSIVGDMLGGEKVKQLLP--7-TPGVGEAGID-DLYKVNK--2-DYVVVEYKFGS----SKLGNPAD---GLQMSDDWITG---AKTGKSRV--6-DRVEAGKFMDAFDAGR----VEKWLVHTDPFG---NVTVGVLDKNG

   

832

 

SSCG_05455_Scla_254392963           

  

863 YKELGTELTGESEKLGMHAAEDFARSKGG--5-GAPGKAGTLD-LVKLKPG--2-TLIICEAKGGS----STLGTRAI-4-YQQGRPEYLEW---MLKNDKDF--1-KAAEEHGLLQRIKNRE--2-VEYYLVTASGGR---NVTVREFKK--

   

998

 

Kfla_0766_Kfla_284028753            

 

1081 AKYPVQHPSRTGESLGEDFAKSMLHWLGS-11-LELSGAHTFD-QVYVRID--6-GFAIIEAKSVN----GDLGHRRG-5-YQQGHPAYVRA---ILSMMAGR---------DERVAVLDSFA----TEQVVVPTHPDY-2-PAKYT-FRPVR

  

1222

 

GAU_3424_Gaur_226228830             

 

2053 RWVQRGSESNRVGAVGEEAFRLQFEEELG-14-IQRGGGQGFD-GVVVRFD--5-TIVLVEVKNYA----GRYVPLAD----ITAVGENLND---NLKRLRDQ-12-DVKQAREMVAAIDANR----LEYELRLGHDTN-2-DITSARSSVLA

  

2207

 

CAMSH0001_0931_Csho_255322811       

   

66 PDANDANINKIKGNISEKLMDWYFQNTG---4-EGEVGCNGID-GLYVKRD--6-QVLICESKYNT----SQLGETSN---GTQMSKEWIQA---KLDALQKA--6-YATIKEMVNEDRYRAR-----IFRLKEIDGEL---KIEIAKVDSNG

   

202

 

AbauAB_010100011119_Abau_239502854  

  

405 LVTQIAKGKDQGGELTEQLFDSLAKQNGF--5-GKYGSDNGFD-HVWIAKD--1-VTILSDSKQIK--3-VSLNPNGA-2-NTQLSSDWIAA---VMRKLPD-----SDPTKIAVEQARIAGK----LKTAVTGVDRAT-1-KAVIIPVQVPS

   

539

 

BCAH1134_3055_Bcer_206968666        

   

79 SGEVALKTTKRKGNYGEMKMDDFFESQTY-10-LDQKIVKGID-AVYENSS--3-KYVIAEAKYNT----SKLGKTND---GKQMSEDWILG-1-ERLDSTLS--1-EKADEIVEEMLLNPEN----VQRIVIQVMPDG---TIVKKILEV--

   

214

 

ROSEINA2194_03931_Rinu_225378270    

  

694 GFDVINASSKQKGNFGEFKADDNLVNNQG-18-PDDKIVKGID-GLYENLN--5-EYIIDEAKFGK----AQLGKTDD---GKQMSDDWLLG-6-RILDAVDG----DEELAYKIMEALKKGQ----VERVLSKVDADG---NVVTYRLDSQG

   

845

 

HMPREF0670_02907_Psp._288930199     

   

17 KGIIELNTSVRKGNYGEMAANRLYAARGM-11-IDKPTGKGFD-GAYTKNG----EYIVDDAKPWK----GYPEKTRN---GKQLSQDWVEN---HLADGAV-----PNSHTEAMETANKNGT----LKRTVTHVDGDG---NMQISNYATKG

   

150

 

AHA_1828_Ahyd_117619721             

  

281 KVNLKILSRSKKGIYGEIISDNWMANHKF-13-NDKPRGRGID-GIYKNTN--3-PYVVTETKFRT-14-QLLSMTKG---GKQMSGQWIDK---RLPDEI---------TDKKILKDLKNEG----YEAWLMIVDESG-1-VIQITKLDKSA

   

430

 

ABSDF3544_Abau_169634827            

 

3947 KQLLGNKDKNVTGVLREEIADSYFKNSGY--3-ESKCGSNCFD-GVYMKNG----ELYVVEVKPLS--5--LSSNKNS-3-GVQMSDKWIDS---RITALKES--4-SMKTATILQKARLDKK--1-INKIVVGVNDSR---AITLN-LGQVG

  

4084

 

BTH_I2723_Btha_83721505             

 

3010

 

SQLDQLPSKDLQGQAREYVANNYFVRNGF--3-DGKCGANCFD-GVYVKGN----TVYVNEVKPLN--5--SLNPPNS-3-PGQQTDNWVAY---SVQRLKDT--4-LIKTAEVVEQAFRNGN----LVKTVSGVNSNG---MVVVK-VPRNT

  

3146

 

Consensus/70%  
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